Table 1. 

Alignment of human Slit-1 (SEQ ID NO:02), human Slit-2 (SEQ ID NOS:03-06), Drosophila 
Slit-1 (SEQ ID NO:07), C. elegans Slit-1 (SEQ ID NOS:08-09), mouse Slit-2 (SEQ ID NOS.IO- 
1 1) and mouse Slit-1 (SEQ ID NOS:12-14). 
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Alignment of human Slit-1 (SEQ ID NO:02) and Drosophila Slit-1 (SEQ ID NO:07) 



1 
1 

40 
21 



A A P S-R TTLMPPPFR 
RGVGWQ-------M 



Q 

s [l] s 



I L 
I L 



LLLRHDAVHAEPY 



SGGFGSSAVSSGGLGSVGIHIPGGGVGVITEAR 
~~~"~"~~~"~~--------------NKVAPQA 



C P 
C P 



R V 
A Q 



CSC 
CSC 



D-Slit 
H-Slitl 

D-Slit 
H-Slitl 



80 


T 


G 


L 


N 


V 


D 


C 


S 


H 


R 


G 


L 


T 


S 


V 


P 


R 


35 


S 


_G 


S 


T 


V 


D 


C 


H 


G 


L 


A 


JL 


R 


S 


V 


P 


R 



K I 
N I 



s 


A 


D 


V 


E 


R 


L 


E 


L 


Q 


G 


N 


N 


L 


T 


V 


I 


Y 


E 


T 


D 


D 


p 


R 


N 


T 


E 


R 


L 


D 


_L 


N 


G 


N 


N 


I 


JT 


R 


J_ 


T 


K 


T 


D 


H- 



120 

"Si 5 4 
^j115 

J|176 
^155 

216 

::I256 

#35 

4292 
275 

332 
314 

372 
354 



F 


Q 


R 


L 


T 


K 


L 


R 


M 


L 


Q 


L 


T 


D 


N 


Q 


I 


H 


T 


I 


E 


R 


N 


s 


F 


Q 


D 


L 


_F 


A 


G 


_L 


R 


H 


L 


R 


V 


L 


Q 


L 


M 


E 


JL 


K 


JL 


s 


T 


I 


E 


R 


G 


A 


F 


Q 


D 


L 



V s 

K E 



L E R L 
L E R L 



R L N R N H 



LQLFPELLFLGTAKLYRL 



T T V G 
Q A I P 



R V 
K A 



G A 
G A 



s 


L Q L D 


N 


N Q I 


T 


C 


L D E H 


A F 


K G 


L 


V E 


L E 


I 


L T L N N N N 


L 


T 


N 


L Q L D 


Y 


N Q I 


S 


_C 


I E D G 


A F 


R A 


_L 


R D 


L E 


V 


L T L N N N N 


I 


T 



F 


G 


G 


L 


G 


R 


L 


R 


A 


L 


R 


L 


S 


D 


N 


P 


F 


A 


C 


D 


C 


H 


L 


S 


W 


L 


S 


Z 


N 


H 


M 


P 


K 


L 


R 


T 


F 


R 


L 


H 


S 


N 


N 


L 


Y 


C 


D 


C 


H 


L 


A 


W 


L 


S 



R F 
D W 



L R 
L R 



SAT 
K R P 



Q S L R 

V D I K 

P H N I 

S V A S 



LAP 
V G L 



Y T 

Y T 



Q S 
M G 



P S 
P S 



ENS 
L H - 



C P 
C P 



H P 
A A 



N 


V 


A 


D 


L 


H 


D 


Q 


E 


F 


K 


C 


S 


G 


L 


T 


E 




N 


V 


A 


E 


V 


Q 


K 


R 


E 


F 


V 


c 


S 


D 


E 


E 


E 


G 



A P M - - - E 
Q S F M A P S 



G A 
S V 



A 


D 


G 


I 


V 


D 


c 


R 


E 


K 


S 


L 


T 


S 


N 


N 


I 


V 


D 


C 


R 


G 


K 


G 


L 


T 



S V 
E I 



TEL 
K V I 



P P 
P P 



K S 
G A 



F S 
F S 



S F R R 
P Y K K 



LRRIDLSNN 
L R R I D L S N N 



V T 
T N 



L P 
L P 



DDT 
E T I 



I S 
I S 



R I 
E L 



D A 
D A 



D V 

E I 

L S 

F Q 



R L E Q 
R L E 0 



G L 
G L 



K Q 

R S 



L 


T 


T 


L 


V 


L 


Y 


G 


N 


K 


I 


K 


D 


L 


P 


S 


G 


V 


F 


K 


G 


L 


G 


S 


L 


R 


L 


L 


L 


L 


N 


A 


N 


_L 


N 


S 


L 


V 


L 


Y 


G 


N 


K 


I 


T 


E 


L 


P 


K 


S 


L 


JF 


E 


G 


L 


F 


S 


L 


Q 


L 


L 


L 


L 


N 


A 


N 



D-Slit 
H-Slitl 

D-Slit 
H-Slitl 

D-Slit 
H-Slitl 

D-Slit 
H-Slitl 

D-Slit 
H-Slitl 

D-Slit 
H-Slitl 

D-Slit 
H-Slitl 

D-Slit 
H-Slitl 



412 


D 


A 


F 


R 


D 


L 


H 


394 


D 


A 


F 


Q 


D 


L 


H 



L 


L 


S 


L 


Y 


D 


N 


N 


I 


Q 


s 


L 


A 


N 


G 


T 


F 


D 


A 


M 


K 


S 


M 


K 


T 


V 


H 


L 


A 


K 


D- 


■Slit 


L 


L 


s 


L 


Y 


D 


N 


K 


L 


Q 


T 


I 


A 


K 


G 


T 


F 


S 


P 


L 


R 


A 


I 


Q 


T 


M 


H 


L 


A 


Q 


H- 


■Slitl 



452 


N 


P 


F 


I 


C 


D 


C 


N 


L 


R 


W 


L 


A 


D 


Y 


L 


H 


K 


N 


P 


I 


E 


T 


S 


G 


A 


R 


C 


E 


S 


P 


434 


N 


P 


F 


I 


C 


D 


C 


H 


JL 


K 


W 


L 


A 


D 


Y 


L 


H 


T 


N 


P 


I 


E 


T 


S 


G 


A 


R 


C 


T 


S 


P 



M H R R 
LANK 



R I 
R 1 



492 


S 


L 


R 


E 


E 


K 


F 


K 


C 


S 


- W 


G 


E 


L 


R 


M 


K 


L 


S 


G 


474 


Q 


I 


K 


S 


K 


K 


F 


R 


C 


S 


G T 


E 


D 


Y 


JR. 


S 


K 


L 


S 


G 



R M 
F A 



D 


C 


P 


A 


M 


C 


H 


C 


E 


G 


T 


T 


V 


A 


C 


P 


E 


K 


_C 


R 


C 


E 


G 


T 


T 


V 



531 


D 


C 


T 


G 


R 


R 


L 


K 


E 


I 


P 


R 


D 


I 


P 


L 


h[t 


T 


E 


L 


h 


L 


N 


D 


N 


E 


514 


D 


C 


S 


N 


Q 


K 


_L 


N 


K 


I 


P 


E 


H 


I 


P 


Q 


Y 


A 


E 


L 


R 


L 


N 


N 


N 


E 



L G R I S S D 
F T V L E A T 



G R 
K K 



D-Slit 
H-Slitl 

D-Slit 
H-Slitl 

D-Slit 
H-Slitl 



571 
554 

611 
594 



S K 
Q H 



L 


V 


K 


L 


R 


K 


K 


M 


F 


K 


M 


F 



LELKR 
I N F S N 



Q L 
K I 



I E 
I E 



P N 
E G 



AFEGASHIQ 
A F EGAS] G V N 



h Q 
I L 



G E 
T S 



K I K E I D-Slit 
R L E N V H-Slitl 



G L 
G L 



H Q 
E S 



L K T L 
L K T L 



- N 

MLRSNRITCVGNDSFIGLSSVRLLS 



D-Slit 
H-Slitl 



627 
634 



Y D N Q I 

Y D N Q I 



S C 
T T 



P G 
P G 



E H 
D T 



s 


L 


T 


S 


L 


N 


L 


A 


S 


N P 


F N 


C 


N 


C 


H 


L 


A W 


F 


A 


E 


D-Slit 


s 


L 


S 


T 


L 


N 


L 


L 


A 


N P 


F N 


C 


N 


C 


Y 


L 


A W 


L 


G 


E 


H-Slitl 



667 


C 


V 


R 


K 


K 


674 


W 


L 


R 


K 


K 



S L N G 
R I V T 



A A 
1ST P 



R C 
R C 



G A 
Q K 



S K V R D V Q 
Y F h K E I P 



L P H S E 
V A I Q D 



S D-Slit 
D H-Slitl 



707 


E - G 


C 


L 


G 


D 


G 


Y 


C 


P 


P 


S 


C 


T 


C 


T 


G 


T 


V 


V 


A 


C 


S 


R N Q 


L 


K 


E 


I 


P 


R 


G I 


P 


A 


E 


T S 


D-Slit 


714 


DNS 




S 


P 


L 


S 


R 


C 


P 


T 


E 


C 


T 


C 


L 


D 


T 


V 


V 


R 


C 


S 


N K G 


L 


K 


V 


L 


Pj 


K 


G X 


P 


R 


D 


V T 


H-Slitl 



746 


E 


L 


Y 


L 


E 


S 


N 


754 


E 


L 


Y 


L 


D 


G 


N 



I 


E 


Q 


I 


H 


Y 


E 


R X 


R 


H 


L 


R 


S 


L 


T 


R 


L 


D 


L 


S 


N 


N 


F 


T 


L 


V 


P 


K 


E 


- L 


S 


N 


Y 


K 


H 


L 


T 


L 


I 


D 


L 


S 


N 


N 



T I 

S T 



L 


S 


N 


Y 


T 


D-Slit 


L 


S 


N 


Q 


S 


H-Slitl 



yj786 
flj793 



F 


a[n 


L 


T 


K 


L 


S 


T L I 


I 


S Y N 


K 


L 


Q 


C 


F_ 




M 




Q 


L_ 


L 


TLX 


L 


S Y N 


R 


h_ 


R 


C 



L Q R H A L S 
I P P R T F D 



G L 
G L 



N N 
K S 



L R 
It R 



V V 
L L 



s 


L 


H 


G 


N 


R 


D-Slit 


s 


L 


H 


G 


N 


D 


H-Slitl 



Q 8 33 



I s 
I s 



M L 

V V 



PEG 
PEG 



D L K S 
D L S A 



H 


I 


A 


L 


G 


S 


N P L Y C D C 


G L K 


W 


F 


S D W 


I 


K 


L D-Slit 


H_ 


It 


A 


I 


G_ 


A 


N P L Y C D C 


N M Q 


W 


L 


S D W 


V 


K 


S H-Slitl 




EPGIARCA 
EPGIARCA 



F E Q 
L S N 



P C 
P C 



Q 


M 


K 


D 


K 


L 


E 


M_ 


A 


D 


K 


L 



Q A Q 
D G T 



V A L 
USD 



TPS 
TPS 



S S 
K K 



FJT [CJQ \G_ 



Q R E 
V D F 



Q P 
P Y 



Y H 
F K 



R N D 
D V N 



I L 
I L 



D-Slit 
H-Slitl 



C E F D-Slit 
C D V H-Slitl 



A 


C 


Y 


G 


N 


P 


C 


R 


N 


N 


A 


T 


C 


T 


V 


L 


E 




E 


G 


R 


F 


S 


c 


Q 


c 


A 


P 


G 


Y 


T 


G 


A 


R 


C 


E 


A 


C 


I 


S 


N 


P 


c 


K 


H 


G 


G 


T 


C 


H 


L 


K 


E 


G E 


E 


D 


G 


F_ 


W 


c 


i 


c 


A 


D 


G_ 


F 


E 


G_ 


E 


N 


C 


E 



D-Slit 
H-Slitl 



984 
993 



I D D C L G E I K|C 
V D DC-EDNDC 



N 


N 


A 


T 


C 


I 


D G 


V E 


S 


Y 


K 


C 


E 


C 


Q 


P 


G 


F 


S 


G 


E 


F 


C 


D T 


D-Slit 


N 


N 


S 


T 


C 


V 


D G 


I N 


N 


Y 


T 




L 


C_ 


p 


p_ 


E 


Y 


T 




E 


L 


C 


E E 


H-Slitl 



Q 


F 


C 


S 


P 


E F 


N 


P 


C 


A N 


G 


A 


K 


C 


D 


F 


C 


A 


Q 


D L 


N 


P 


C 


Q H 


D 


S 


K 


C 



MDHFTHYS 
ILTPKGFK 



CDC 
CDC 



Q A 
T P 



F H 
Y V 



T N 
E H 



T D D-Slit 
D I H-Slitl 



1064 
1072 



N I 
D F 



D D C Q 
D D C Q 



N H M 
D N K 



N G G T 
N G A H 



G I 
A V 



C P 
C P 



D D 
E G 



K Y 
L F 



C E 
C E 



G H N D-Slit 
F S P H-Slitl 



1104 MIS 
1112 - - P 



M Y 
V L 



T S P C 
T S P C 



H E 
F D 



K H 
Q N 



V - 
A Q 



FQPNAQGSDYL 
I---VRINEPI 



P G 
P G 



D-Slit 
H-Slitl 



1143 
1147 



G K W C E Y 
G| E K C E K 



I S 
V N 



V H N N S F VELEPLRT 
INK E[SJY LQIPSAKV 



R P 
R P 



E A 
Q T 



I V F S S D-Slit 
L Q I A T H-Slitl 



1183 


A 


E 


Q 


N 


G 


I 


L 


M 


Y 


D 


G 


Q 


D 


A 


H 


L 


A 


V 


E 


L 


F 


N 


G 


R 


I 


R 


V 


S 


Y 


D 


V 


G 


N 


H 


P 


V 


S 


T 


M 


Y 


1187 


D 


E 


D 


S 


G 


I 


L 


h 


y 


K 


G_ 


D 


K 


D 


H 


I 


A 


V 


E 


L 


Y 


R 


G 


K 


V 


R 


A 


S 


Y 


D 


T 


G 


S 


H 


P 


A 


s 


A 


I 


Y 



D-Slit 
H-Slitl 



1223 
1227 



M V A 
TIN 



D 


G 


K 


Y 


H 


A 


D 


G 


N 


F 


H 


I 



V 


E 


L 


L 


A 


V 


E 


h 


L 


A 



I K K N F T 
L D Q S L S 



h 


R 


V 


D 


R 


G 


h 


A 


R 


S 


I 


I 




E 


G 


S 


N 


D-Slit 


L 


S 


V 


D 


G 


G 


N 


P 


K 


I 


I 


T 


K 


L 


S 


K 


Q 


H-Slitl 



1263 


D 


Y 


L 


K 


L 


T 


T 


P 


M 


F 


L 


G 


G 


L 


P 


1267 


S 


T 


L 


N 


F 


D 


S 


P. 


L 


Y 


V 


G 


G 


M 


P 



1303 


V 


W 


I 


N 


H 


K 


L 


V 


D 


F 


G 


N 


A 


Q 


1307 


L 


Y 


I 


N 


S 


E 


h 


Q 


D 


F 


Q 


K 


V 


P 



1339 
1347 

1373 
1386 

1401 
1424 

1423 
1464 

1459 
1504 



E Q D 
Q A G 



M D 
T C 



jjc Q E G W M G 



V D 
G K 



H I 
L C 



PAQQAYKNWQIR N L 
SNVASLRQAPGQINJG 



T S F 
T S F 



G C 
G C 



M K E 
I R N 



P G C 
P G C 



A L - - - - LEGEQQEEEDD 
EPCHKKVCAHGTCQPSS 



K E E P V 
D Q R T N 



D P C L 
D P C L 



N 


K 


C 


R 


N 


K 


C 


V 



S R 
T - 



VP 
L |p 



N S 
I N 



N A R D G 
A F - - S 



c 


K 


C 


c 


K 


C 



Y A A 



K 


H 


G 


L 


E 


Gj 






P 


C 


S 


S 


K 


Y 


A 


S 


R 


L 


I 


V 


R 


K 


V. 


V 



Q R 
H G 



C D 
CD 



Q G 
E E 



G S T E 
D L F N 



CQAIKCKHGKCR 



T 


C R 


K 


E 


Q V 


R 


E 


Y Y 


D R E I S 


C R 


G 


J. 


R I 


R 


D 


Y Y 



T E N D - 
Q K Q Q G 



G C 
G C 



K C G C 
K C G C 



K K 
R - 



Q C C 
Q C C 



A A K I V R 
G P L R S K 



R R K 
R R K 



V R M V 

Y S F E 



C S 
C T 



Y 

V S 



D-Slit 
H-Slitl 

D-Slit 
H-Slitl 

D-Slit 
H-Slitl 

D-Slit 
H-Slitl 

D-Slit 
H-Slitl 

D-Slit 
H-Slitl 

D-Slit 
H-Slitl 



United States Patent & Trademark Office 

- Office of Initial Patent Examination 
Application papers not suitable for publication 
SN 

Mail Date 

□ Non^irfgiish Specification 

©^Specification contains drawing(s) on page(s) or table(s) 

□ Landscape orientation of text □ Specification □ Claims □ Abstract 

□ Handwritten □ Specification □ Claims □ Abstract 

□ More than one column □ Specification □ Claims □ Abstract 

□ Improper line spacing □ Specification □ Claims □ Abstract 

□ Claims not on separate page(s) 

□ Abstract not on separate page(s) 

□ Improper paper size -- Must be either A4 (2 1 cm x 29.7 cm) or 8-l/2"x 1 1 " 

□ Specification page(s) □ Abstract 

□ Drawing page(s) □ ciaim(s) 

□ Improper margins 

□ Specification page(s) □ Abstract 

□ Drawing page(s) □ ciaim(s) 

□ Not reproducible Section 

Reason □ Specification page(s) 

□ Paper too thin □ Drawing page(s) 

□ Glossy pages □ Abstract 

□ Non-white background □ Claim(s) 

□ Drawing objections) 

□ Missing lead lines, drawing(s) 

□ Line quality is too light, drawing(s) ■ 




□ More than 1 drawing and not numbered correctly 

□ Non-English text, drawing(s) 

□ Excessive text, drawing(s) 

□ Photographs capable of illustration, drawing(s) 



